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Table 1. Relative amount of cTnl stained by different mAbs in serial serum samples of AMI patients (n = 26).?

Fragments
Epitope that comprise
mAb (aar) the epitope
9F6 1-15 FS,1,6,8, 9
909 18-22 FS,1,6,8,9
4C2 23-29 FS, 1,2, 4,
6, 8-11
M155 26-35 FS, 1-4, 6,
8-11
10F4, 19C7, 560, 34-126 All detected
16A11, 84 fragments
M46 130-145 FS, 1-10
441 148-158 FS, 1-7
625 169-178 FS, 1-7
C5 186-192 FS, 1-5,7
MF4 190-196 FS, 1-5
P45-10 195-209 FS,2,3,5

Amount of cTnl (%) stained by mAb 560

6h

58.9+123
58.9+£123
94022

95.5%2.2

100

95.4+25
86.0 £ 6.6
86.0 £ 6.6
85.5+6.5
83.9+7.2
71.5=838

10h

56.9 +10.8
56.9 +10.8
93.8 25

95.5%2.0

100

95.3+1.8
85.9 +5.0
85.9+5.0
85.3 +5.1
83.7 5.7
71.2+8.3

15h

54.2 +10.1
542 +10.1
93.9 2.6

95.5%1.6

100

942 +24
83.8+5.7
83.8+5.7
83.1 57
81.6 6.0
69.3+7.3

28 h

53.4+12.8
53.4+128
93.5 3.1

95.7x1.6

100

93.8+25
83.0 6.6
83.0+ 6.6
825+ 6.3
81.0+6.8
68.8 7.9

2 Ratio of cTnl [full-size molecule (FS) and fragments] that could be recognized by the specificantibody to the total cTnl (full-size cTnl and its fragments that are detected by the reference

mAb 560, which recognizes all extracted peptides). Mean% = SD.
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